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Topological Features Enable Interactions 

ÅRegulated protein networks are a product 

of selection  Kuriyan and Eisenberg, Nature, 2007  

Å Colocalization 

Å Adaptive mutation 

 

Å Selective adaptation  - topologies that 

yield advantage 

 

Å Genome evolution Ÿ protein topologies 

 

Å In vivo topological info the most critical 

 

Å Topologies known for very few interactions 
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Chemical Cross-Linking: Interaction Topologies 

Reactive group 

NHS ester 

Maleimide 

Photo-reactive 

é 

Spacer chain 
Cross-linker 

New covalent bonds contain information  

Å Protein interactions 

Å Topological features  

Å Regions of close proximity 
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In vitro Cross-Linking: A Complementary Approaches 

Native MS measurements define 

complex stoichiometry 

Cross-linking measurements define 

complex topological features 
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